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Androgen Receptor Splice variant 7 (AR-V7)
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Microfluidic device (CelSee)
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Deformability of Tumor Cells versus Blood Cells, Sci. Rep. 2015; 5: 18542.
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PSA ng/ml H13R{E (IQR) 85.0 (14.5-618.3)
Gleeson score (%) 8 4 (30.8)
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AR-V 75 (54 #ll iz

AR
Rabbit monoclonal (EPR15656) to Androgen Receptor(AR-v7 specific) V
1) Scher HI, et al. JAMA Oncol. 2016
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PSA PSA PSA (ng/ml)
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